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We are trying to understand Begomovirus diversity, a pre-requisite
for sustainable transgenic strategies for control of leaf curl disease
in Carica papaya L. Ten year old surveys using serological and
molecular tools with symptomatic papaya leaf samples and
proximal weeds (Solanaceae, Malvaceae, Cucurbitaceae,
Lamiaceae, Brassicaceae members) indicate high genetic
diversity and an expanding host range for these viruses. The
genome of a novel papaya virus Papaya leaf crumple virus is
available in GenBank. Current research focuses on identification
of prevalent and persistent begomoviruses in papaya and weeds.
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